Supplementary Table ST3.  nsSNPs of HPXN gene in mouse and their prediction by Polyphen2, PROVEAN and SIFT.
	Uniprot ID
	SNP ID
	AA change
	 PPH2_prob
	PPH2
	PROVEAN Score
	PROVEAN (Cutoff= -2.5)
	SIFT Score
	SIFT (Cutoff= < .05)

	Q91X72
	rs219016026
	T28I
	0.002
	Benign
	-0.876
	Neutral
	0.23
	Tolerated

	
	rs13471517
	N30H
	0
	Benign
	1.849
	Neutral
	0.6
	Tolerated

	
	rs219641236
	S182P
	0
	Benign
	-0.394
	Neutral
	1
	Tolerated

	
	rs252364187
	T183A
	0
	Benign
	0.612
	Neutral
	1
	Tolerated

	
	rs224885217
	T262S
	0
	Benign
	1.174
	Neutral
	1
	Tolerated

	
	rs216873853
	P351S
	0.001
	Benign
	0.532
	Neutral
	0.76
	Tolerated

	
	rs250210929
	S421P
	0
	Benign
	0.071
	Neutral
	0.33
	Tolerated






















SupplementaryTable ST4.  nsSNPs of FLT1 gene in mouse and their prediction by Polyphen2, PROVEAN and SIFT.
	Uniprot ID
	SNP ID
	AA Change
	 PPH2_Prob
	PPH2
	PROVEAN Score
	PROVEAN (Cutoff= -2.5)
	SIFT Score
	SIFT (cutoff= < .05)

	P35969
	rs214988215 
	S80L
	0.81
	 Possibly damaging
	-2.053
	Neutral
	0.11
	Tolerated

	
	rs33730929
	D85N
	0
	            Benign
	0.224
	Neutral
	0.75
	Tolerated

	
	rs233917867
	F89L
	0.942
	 Possibly damaging
	-3.699
	Deleterious
	0.1
	Tolerated

	
	rs32388970
	T97M
	0
	            Benign
	-0.714
	Neutral
	0.08
	Tolerated

	
	rs252361901
	T113K
	0
	            Benign
	-0.904
	Neutral
	0.08
	Tolerated

	
	rs213622875 
	T150M
	0.638
	 Possibly damaging
	-1.885
	Neutral
	0.02
	Affect protein function

	
	rs233071760
	A277V
	0.994
	 Probably damaging
	-1.296
	Neutral
	0.08
	Tolerated

	
	rs32394398
	D284E
	0.821
	 Possibly damaging
	-0.069
	Neutral
	1
	Tolerated

	
	rs232914047
	L453F
	1
	 Probably damaging
	-3.129
	Deleterious
	0
	Affect protein function

	
	rs237086847 
	H476Q
	0.311
	            Benign
	-1.271
	Neutral
	0.64
	Tolerated

	
	rs32392431
	Q529R
	0
	            Benign
	0.347
	Neutral
	0.74
	Tolerated

	
	rs222631065
	K575N
	0.792
	 Possibly damaging
	-0.425
	Neutral
	0.5
	Tolerated

	
	rs256025183 
	Y671F
	0
	            Benign
	-1.13
	Neutral
	0.71
	Tolerated

	
	rs257829456
	V688I
	0.03
	            Benign
	-0.495
	Neutral
	0.56
	Tolerated

	
	rs241489228
	V791I
	0
	            Benign
	0.499
	Neutral
	1
	Tolerated

	
	rs259750200
	S945N
	0
	            Benign
	-0.214
	Neutral
	0.76
	Tolerated

	
	rs242252147
	S970G
	0
	            Benign
	2.238
	Neutral
	0.84
	Tolerated

	
	rs260647574
	S987N
	0.052
	            Benign
	-0.393
	Neutral
	0.32
	Tolerated

	
	rs32389134
	Q1164K
	0.232
	            Benign
	-2.926
	Deleterious
	0.02
	Affect protein function

	
	rs224361070
	P1201S
	0.124
	            Benign
	-1.755
	Neutral
	0.8
	Tolerated

	
	rs239789789
	H1202Q
	0
	            Benign
	0.603
	Neutral
	NA
	Tolerated

	
	rs263438024 
	H1202R
	0
	            Benign
	0.768
	Neutral
	0.69
	Tolerated

	
	rs213904262
	V1303M
	0.3
	            Benign
	-0.167
	Neutral
	0.23
	Tolerated

























SupplementaryTable ST5.  nsSNPs of NID2 gene in mouse and their prediction by Polyphen2, PROVEAN and SIFT.
	Uniprot ID
	SNP ids
	AA Change
	 PPH2_prob
	PPH2
	PROVEAN score
	PROVEAN (Cutoff= -2.5)
	SIFT Score
	SIFT (cutoff= < .05)

	
O88322
	rs262873422 
	P13L
	0.93
	 Possibly damaging
	-0.254
	Neutral
	0.01
	Affect protein function

	
	rs30692168 
	S14P
	0.734
	 Possibly damaging
	-0.536
	Neutral
	0
	Affect protein function

	
	rs235824951 
	L146Q
	0
	            Benign
	1.12
	Neutral
	0.17
	Tolerated

	
	rs30689780
	V266A
	0
	            Benign
	-3.217
	Deleterious
	0
	Affect protein function

	
	rs223532410
	S290T
	0.807
	 Possibly damaging
	-0.531
	Neutral
	0
	Affect protein function

	
	rs254798552
	Y317D
	0.987
	 Probably damaging
	-2.252
	Neutral
	0
	Affect protein function

	
	rs241645935
	D351G
	0.003
	            Benign
	-1.699
	Neutral
	0
	Affect protein function

	
	rs30689779  
	V357I
	0
	            Benign
	-0.137
	Neutral
	0
	Affect protein function

	
	rs231633635
	D406N
	0
	            Benign
	-0.805
	Neutral
	0
	Affect protein function

	
	rs30689778
	R408K
	0
	            Benign
	0.589
	Neutral
	0.92
	Tolerated

	
	rs213611303
	V461A
	0
	            Benign
	1.033
	Neutral
	0.83
	Tolerated

	
	rs261439016
	T525A
	0.983
	 Probably damaging
	-2.642
	Deleterious
	0.68
	Tolerated

	
	rs217213236
	R733S
	0
	            Benign
	-1.073
	Neutral
	0.77
	Tolerated

	
	rs246954764
	A743T
	0
	            Benign
	0.609
	Neutral
	0.77
	Tolerated

	
	rs30667034  
	E810K
	0.95
	 Possibly damaging
	-2.586
	Deleterious
	0.17
	Tolerated

	
	rs255251970
	A869T
	0.931
	 Possibly damaging
	0.255
	Neutral
	1
	Tolerated

	
	rs214587624
	P872A
	0
	            Benign
	0.057
	Neutral
	0.92
	Tolerated

	
	rs229880960
	H911Y
	0.008
	            Benign
	-2.252
	Neutral
	1
	Tolerated

	
	rs224292932
	A920T
	0.027
	            Benign
	-0.1
	Neutral
	0.45
	Tolerated

	
	rs30692024
	E1242G
	0
	            Benign
	-1.6
	Neutral
	0.36
	Tolerated

	
	rs212959671
	N1341S
	0
	            Benign
	-1.672
	Neutral
	0.12
	Tolerated





























[bookmark: _GoBack]SupplementaryTable ST6.  nsSNPs of TNFRSF1B gene in mouse and their prediction by Polyphen2, PROVEAN and SIFT.
	Uniprot ID
	SNP ID
	AA Change
	 PPH2_prob
	PPH2
	PROVEAN Score
	PROVEAN (Cutoff= -2.5)
	SIFT Score
	SIFT (cutoff= < .05)

	P25119
	rs13463608
	S43L
	0
	            Benign
	-1.069
	Neutral
	0.3
	Tolerated

	
	rs241492411  
	F91L
	0
	            Benign
	1.288
	Neutral
	1
	Tolerated

	
	rs27627652
	T102S
	0.001
	            Benign
	1.515
	Neutral
	0.87
	Tolerated

	
	rs27627654
	I108T
	0.001
	            Benign
	2.14
	Neutral
	0.99
	Tolerated

	
	rs261122427 
	K164R
	0
	            Benign
	-1.099
	Neutral
	0.2
	Tolerated

	
	rs237357155 
	V218I
	0.245
	            Benign
	-0.217
	Neutral
	0.38
	Tolerated

	
	rs48589646
	I283F
	0.002
	            Benign
	-0.576
	Neutral
	0.48
	Tolerated

	
	rs27627670
	F360S
	0
	            Benign
	1.15
	Neutral
	0.56
	Tolerated

	
	rs250384859
	S396N
	0.858
	 Possibly damaging
	-0.651
	Neutral
	0
	Affect protein function

	
	rs50901502
	P431L
	0.996
	 Probably damaging
	-2.631
	Deleterious
	0.01
	Affect protein function

	
	rs27627696 
	C436Y
	0
	            Benign
	0.293
	Neutral
	0.22
	Tolerated









